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Histopathological examination of 
moribund abalone indicated 
ganglioneuritis

Electron microscopy confirmed the 
presence of a “herpes-like virus” in the 
pleuropedal ganglion

Difficult to diagnose 
Lacking efficient and specific 
detection method
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Basis of newly funded 
FRDC project



To purify the herpes-like virus from infected abalo ne

To extract, clone and sequence the entire viral gen ome

To develop a sensitive and specific PCR assay for t he detection 
and identification of infected abalone

To develop an in situ hybridisation assay specific for the 
abalone herpesvirus detection in tissue

Transmission studies

To document a draft ANZSDP and submit for external review

DPI Attwood CSIRO AAHL
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Cannot grow virus using traditional methods
– Restricted to isolation from abalone tissue

Challenging source material for virus purification

– Abalone tissue very hard to process 

– Virus confined to nerve cells

– Very small amount of tissue to harvest from each abalone

– Viral load will not be high

Challenge to obtain good quality viral nucleic acid

– DNA contamination from host & other water organisms

Viral sequence totally unknown

– Nothing to compare the sequence to

– Assumption that the primary pathogen is within herpes-like virus 
family based on ultrastructural similarities with oyster OsHV-1 virus
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Virus purification
by fractionation on
10-60% sucrose
Gradient in seawater
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454-GSFLX ultra-high throughput DNA sequencing

*�����	���
�������

���������
���
�%�4
��	
5
�	
���
�

Screening and annotation of contigs
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– Sequences are only 100bp long

– MANY sequences to align in 150,000+ base genome

– Don’t have a consensus sequence to align to (Oyster  virus 
is the best alternative)

– Which sequences are virus and which are from Abalon e?
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ORF66ORF22 ORF67 ORF61ORF47 ORF77

ORF71

ORF7

ORF49 ORF43ORF30

ORF111 ORF107

ORF112

ORF113 ORF68 DNA ligase
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Positive Abalone
Samples

Negative Abalone
Samples

1 2 3 4 5

486 bp



"(�.
)*2(
&�"

For
Probe

Rev

…. ….



&"#'(�)
#$)�#2(,

����������	
��
��������
�����
���
	��	�

– PCR

– In situ hybridisation
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– Surveillance (endemicity, latency, host specificity , etc)

– Broodstock screening

– Pathogenesis studies
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– Tim Sawbridge
– Megan Vardy
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– Alex Hyatt (electron microscopy) 
– Nette Williams (Project team member)
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